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CircAde, a vector system for spliceosome dependent circRNA biogenesis and prolonged more
effective protein expression
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6. High yield circAde expression is dependent on

2. Importance of cassette design for protein- 4. IRES-mediated circRNA translation outperforms

MRNA

the positioning of the circRNA cassette

coding circRNA

Circular RNA (circRNA) constitutes a novel class of endogenously
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Figure 4: Enhanced protein yield from circRNA cassette compared to mRNA. A) Schematic representation of mRNA (left) representation of 9 different integration sites tested. The green checkmark denotes that the circAde vectors were rescued
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